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Datasets

1. Metadata
-Cro A HH A, l—t0I o| oIZt 0| = HEVt EH1 O[O|E] (45,242 HME)

-5 537X 2E 8L
+/AEt 28 M| (taxonomy)
=M ) https://www.ebi.ac.uk/metagenomics/search/studies?query=microbiome . MESIOIA MESS KRz B2

Phylum(Z&) -> Class(&) >Order(E) -> Family(2}) -> Genus(%)
2. O’4= O[O &

- Phylum, Class, Order, Family, Genus =22| 2} 0|48 = O|O|E ex. /e 27 HAEE, ZRE, |41, M1t oH%
(by =5t EF7AIA)
- 2f ME2 01'4= &2l abundance /2 X
metadata (45242, 95)
© oTuid Analysis_accession Run Group
1 ERR589383 MGYA00003425 ERR589383 Healthy © OTuid disease o_0319-7L14 o _11-24 o_258ds10 o_32-20 Genus(17111’2243)
1 ERR1912958 Parkinson disease 4289887 4289887 s280887 4280887  Family(17111,670)
2 | ERR589384 | MGYAD0003426 ERR589384 | Healthy 2 ERR1912959 Parkinson disease 4289887 4289887 s280887 4289887 Oydar (17111, 519)
3 ERR589686 MGYA00003630 ERR589686 Rheumatoid arthritis 3 ERR1912960 Parkinson disease 4289887 4289887 4289887 4289887 cl - ;291)
: : ass
4 | ERR589702 | MGYADO003646 ERRE89702 | Rheurnatoid arthritic 4 ERR1912964 Parkinson disease 4280887 4289887 4280887 4289887 ’
5 ERR1912965 Parkinson disease 4289887 4289887 4289887 4289887 Phylum(17111,168)
5 ERR589704 MGYAO0003648 ERR589704 Healthy

6 ERR589712 MGYA00003656 ERR589712 Healthy
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O| &
] Phylum_NxP_OTUtable_total_20230929_1.tsv
L] Order_NxP_OTUtable_total_20230929_1.tsv

] Genus_NxP_OTUtable total 20230929 1.tsv

] Family_NxP_OTUtable_total_20230929_1.tsv

[ Class_NxP_OTUtable_total_20230929_1.tsv

Taxonomy & tsv OIL =2 X%
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-l @ wvm & W N =

oTUid p_AC1
ERR589383
ERR589384
ERR589686
ERR589702
ERR589704
ERR589712
ERR589714

p_ Acidobacteria
10
17
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39
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114

o o @ o o o o O

32

21,0112 B0

p_ Actinobacteria
1830
4174
12378
10657
6025
8516
1880
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Data Preprocessing

p_AC1

p__ Acidobacteria

10
17
36
39
57
114
32

p__Actinobacteria
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p_AD3

p__Annelida

—
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familydt

OTUid

ERR1912958
ERR1912959
ERR1912960
ERR1912964
ERR1912965
ERR1912966
ERR1912976

genusdt

Filter Cols: €<

disease

Parkinson disease
Parkinson disease
Parkinson disease
Parkinson disease
Parkinson disease
Parkinson disease

Parkinson disease

orderdt phylumdt

1-50 2>

p_AC1 p_ Acidobacteria
4635856 4635856
4.635856 4635856
4635856 4635856
4635856 1.013757
4635856 4635856
4.635856 6.182961
4635856 4635856

@ | Untitled4* @

p_ Actinobacteria
14.38579
14.43668
14.39164
14.82567
15.04731
14.98281
12.40160
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Evaluation

- K-fold Cross-Validation
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~ Model Taxon pred ref value
3;|-x| ]I|-OE| x-"x_ll' 1 extraTrees Class Acute.lymphoblastic.leukemia Acute.lymphoblastic.leukemia
. . 2 extralrees Class Acute.myelogenous.leukemia Acute.lymphoblastic.leukemia
1 ) ConfUSIon. matrlx. 1 4. mOdeIS.tSV 3 extraTrees Class Adenoma Acute.lymphoblastic.leukemia
| Hig Al = x SIAE
PR xTaxonE2 AA| Sl A CHH| 0|5 2l+F 7|=
"~ Classifiers Sensitivity Class Taxon
1 extraTrees 0.24242424  Acute.lymphoblastic.leukemia Phylum
2. beStMOdEI.byCIBSS.tSV 2 extraTrees 0.77135348 Acute.myelogenous.leukemia Phylum
El:él xTaxonHE:| ;_II- %EH&O-" EH-C.)I-_I' ?_I;DPE %I El 3 extraTrees 0.52804642 Adenoma Phylum
"~ Classifiers Accuracy Taxon
3. bestModel.resamples.tsv 1 extraTrees 0.7407085 = Phylum
IIL
E'%'XTaxonHE:' 10_f0|d xHAI:II-IEEc_Dl Il_l.%lg_l Accuracy 7I:IAI- jl% 2 extraTrees 0.7494138 Phylum
3 extraTrees 0.7454599 Phylum
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